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<120> DNAs or Genes Participating in Parkinson's Disease 

<130> 0652 .2110001 

<140> 10/776,604 

<141> 2004-02-12 

<150> 09/601,844 

<151> 2000-08-09 

<15 0> PCT/JP99/00545 

<151> 1999-02-09 

<150> JP 10/27531 

<151> 1998-02-09 

<160> 70 

<170> Patentln version 3.1 

<210> 1 

<211> 2960 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (102) . . (1496) 

<223> 

<220> 

<221> misc_f eature 

<222> (102) . . (108) 



<223> 



Exon 1 



<220> 

<221> misc_f eature 

<222> (109) . . (272) 

<223> Exon 2 

<220> 

<221> misc_f eature 

<222> (273) . . (513) 

<223> Exon 3 

<220> 

< 2 2 1 > mi sc_f eature 

<222> (514) . . (635) 

<22 3> Exon 4 

<220> 

<221> misc_f eature 

<222> (636) . . (719) 

<22 3> Exon 5 

<220> 

<221> misc_f eature 

<222> (720) . . (835) 

<22 3> Exon 6 

<220> 

<221> misc_f eature 

<222> (836) . . (972) 
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<22 3> Exon 7 
<220> 

<221> misc_f eature 

<222> (973) . . (1034) 

<223> Exon 8 

<220> 

<221> misc_feature 

<222> (1035) . . (1184) 

<223> Exon 9 

<220> 

<221> misc_feature 

<222> (1185) . . (1268) 

<223> Exon 10 

<220> 

<221> misc_feature 

<222> (1269) . . (1386) 

<223> Exon 11 

<220> 

<221> misc_feature 

<222> (1387) . . (2960) 

<223> Exon 12 

<400> 1 

tccgggagga ttacccagga gaccgctggt gggaggcgcg gctggcgccg ctgcgcgcat 60 

gggcctgttc ctggcccgca gccgccacct acccagtgac c atg ata gtg ttt gtc 116 

Met lie Val Phe Val 
1 5 
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agg ttc aac tec age cat ggt ttc cca gtg gag gtc gat tct gac acc 164 
Arg Phe Asn Ser Ser His Gly Phe Pro. Val Glu Val Asp Ser Asp Thr 
10 15 20 

age ate ttc cag etc aag gag gtg gtt get aag cga cag ggg gtt ccg 212 
Ser He Phe Gin Leu Lys Glu Val Val Ala Lys Arg Gin Gly Val Pro 
25 30 35 

get gac cag ttg cgt gtg att ttc gca ggg aag gag ctg agg aat gac 260 
Ala Asp Gin Leu Arg Val He Phe Ala Gly Lys Glu Leu Arg Asn Asp 
40 45 50 

tgg act gtg cag aat tgt gac ctg gat cag cag age att gtt cac att 308 
Trp Thr Val Gin Asn Cys Asp Leu Asp Gin Gin Ser He Val His He 
55 60 65 

gtg cag aga ccg tgg aga aaa ggt caa gaa atg aat gca act gga ggc 356 
Val Gin Arg Pro Trp Arg Lys Gly Gin Glu Met Asn Ala Thr Gly Gly 
70 75 80 85 

gac gac ccc aga aac gcg gcg gga ggc tgt gag egg gag ccc cag age 4 04 

Asp Asp Pro Arg Asn Ala Ala Gly Gly Cys Glu Arg Glu Pro Gin Ser 
90 95 100 

ttg act egg gtg gac etc age age tea gtc etc cca gga gac tct gtg 452 
Leu Thr Arg Val Asp Leu Ser Ser Ser Val Leu Pro Gly Asp Ser Val 
105 110 115 

ggg ctg get gtc att ctg cac act gac age agg aag gac tea cca cca 500 
Gly Leu Ala Val He Leu His Thr Asp Ser Arg Lys Asp Ser Pro Pro 
120 125 130 

get gga agt cca gca ggt aga tea ate tac aac age ttt tat gtg tat 548 
Ala Gly Ser Pro Ala Gly Arg Ser He Tyr Asn Ser Phe Tyr Val Tyr 
135 140 145 

tgc aaa ggc ccc tgt caa aga gtg cag ccg gga aaa etc agg gta cag 596 
Cys Lys Gly Pro Cys Gin Arg Val Gin Pro Gly Lys Leu Arg Val Gin 
150 155 160 165 

tgc age acc tgc agg cag gca acg etc acc ttg acc cag ggt cca tct 644 
Cys Ser Thr Cys Arg Gin Ala Thr Leu Thr Leu Thr Gin Gly Pro Ser 
170 175 180 

tgc tgg gat gat gtt tta att cca aac egg atg agt ggt gaa tgc caa 6 92 

Cys Trp Asp Asp Val Leu He Pro Asn Arg Met Ser Gly Glu Cys Gin 
185 190 195 

tec cca cac tgc cct ggg act agt gca gaa ttt ttc ttt aaa tgt gga 740 
Ser Pro His Cys Pro Gly Thr Ser Ala Glu Phe Phe Phe Lys Cys Gly 
200 205 210 

gca cac ccc acc tct gac aag gaa aca cca gta get ttg cac ctg ate 788 
Ala His Pro Thr Ser Asp Lys Glu Thr Pro Val Ala Leu His Leu He 
215 220 225 

gca aca aat agt egg aac ate act tgc att acg tgc aca gac gtc agg 836 
Ala Thr Asn Ser Arg Asn He Thr Cys He Thr Cys Thr Asp Val Arg 
230 235 240 245 



age ccc gtc ctg gtt ttc cag tgc aac tec cgc cac gtg att tgc tta 



884 
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Ser Pro Val Leu Val Phe Gin Cys Asn Ser Arg His Val lie Cys Leu 
250 255 260 

gac tgt ttc cac tta tac tgt gtg aca aga etc aat gat egg cag ttt 932 

Asp Cys Phe His Leu Tyr Cys Val Thr Arg Leu Asn Asp Arg Gin Phe 
265 270 275 

gtt cac gac cct caa ctt ggc tac tec ctg cct tgt gtg get ggc tgt 980 

Val His Asp Pro Gin Leu Gly Tyr Ser Leu Pro Cys Val Ala Gly Cys 
280 285 290 

ccc aac tec ttg att aaa gag etc cat cac ttc agg att ctg gga gaa 1028 

Pro Asn Ser Leu lie Lys Glu Leu His His Phe Arg lie Leu Gly Glu 
295 300 305 

gag cag tac aac egg tac cag cag tat ggt gca gag gag tgt gtc ctg 107 6 

Glu Gin Tyr Asn Arg Tyr Gin Gin Tyr Gly Ala Glu Glu Cys Val Leu 

310 315 320 325 

cag atg ggg ggc gtg tta tgc ccc cgc cct ggc tgt gga gcg ggg ctg 1124 

Gin Met Gly Gly Val Leu Cys Pro Arg Pro Gly Cys Gly Ala Gly Leu 
330 335 340 

ctg ccg gag cct gac cag agg aaa gtc ace tgc gaa ggg ggc aat ggc 1172 

Leu Pro Glu Pro Asp Gin Arg Lys Val Thr Cys Glu Gly Gly Asn Gly 
345 350 355 

ctg ggc tgt ggg ttt gee ttc tgc egg gaa tgt aaa gaa gcg tac cat 122 0 

Leu Gly Cys Gly Phe Ala Phe Cys Arg Glu Cys Lys Glu Ala Tyr His 
360 365 370 

gaa ggg gag tgc agt gee gta ttt gaa gee tea gga aca act act cag 1268 

Glu Gly Glu Cys Ser Ala Val Phe Glu Ala Ser Gly Thr Thr Thr Gin 
375 380 385 

gec tac aga gtc gat gaa aga gec gee gag cag get cgt tgg gaa gca 1316 

Ala Tyr Arg Val Asp Glu Arg Ala Ala Glu Gin Ala Arg Trp Glu Ala 

390 395 400 405 

gec tec aaa gaa ace ate aag aaa acc ace aag ccc tgt ccc cgc tgc 1364 

Ala Ser Lys Glu Thr lie Lys Lys Thr Thr Lys Pro Cys Pro Arg Cys 
410 415 420 

cat gta cca gtg gaa aaa aat gga ggc tgc atg cac atg aag tgt ccg 1412 

His Val Pro Val Glu Lys Asn Gly Gly Cys Met His Met Lys Cys Pro 
425 430 435 

cag ccc cag tgc agg etc gag tgg tgc tgg aac tgt ggc tgc gag tgg 1460 

Gin Pro Gin Cys Arg Leu Glu Trp Cys Trp Asn Cys Gly Cys Glu Trp 
440 445 450 



' aac cgc gtc tgc atg ggg gac cac tgg ttc gac gtg tagecaggge 1506 
Asn Arg Val Cys Met Gly Asp His Trp Phe Asp Val 
455 460 465 

ggccgggcgc cccatcgcca catcctgggg gagcataccc agtgtctacc ttcattttct 1566 



aattctcttt tcaaacacac acacacacgc gcgcgcgcgc acacacactc ttcaagtttt 1626 
tttcaaagtc caactacagc caaattgeag aagaaactcc tggatccctt tcactatgtc 1686 
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catgaaaaac 


agcagagtaa 


aattacagaa 


gaagctcctg 


aatccctttc 


agtttgtcca 


1746 


cacaagacag 


cagagccatc 


tgcgacacca 


ccaacaggcg 


ttctcagcct 


ccggatgaca 


1806 


caaataccag 


agcacagatt 


caagtgcaat 


ccatgtatct 


gtatgggtca 


ttctcacctg 


1866 


aattcgagac 


aggcagaatc 


agtagctgga 


gagagagttc 


tcacatttaa 


tatcctgcct 


1926 


tttaccttca 


gtaaacacca 


tgaagatgcc 


attgacaagg 


tgtttctctg 


taaaatgaac 


1986 


tgcagtgggt 


tctccaaact 


agattcatgg 


ctttaacagt 


aatgttctta 


tttaaatttt 


2046 


cagaaagcat 


ctattcccaa 


agaaccccag 


gcaatagtca 


aaaacatttg 


tttatcctta 


2106 


agaattccat 


ctatataaat 


cgcattaatc 


gaaataccaa 


ctatgtgtaa 


atcaacttgt 


2166 


cacaaagtga 


gaaattatga 


aagttaattt 


gaatgttgaa 


tgtttgaatt 


acagggaaga 


2226 


aatcaagtta 


atgtactttc 


attccctttc 


atgatttgca 


actttagaaa 


gaaattgttt 


2286 


ttctgaaagt 


atcaccaaaa 


aatctatagt 


ttgattctga 


gtattcattt 


tgcaacttgg 


2346 


agattttgct 


aatacatttg 


gctccactgt 


aaatttaata 


gataaagtgc 


ctataaagga 


2406 


aacacgttta 


gaaatgattt 


caaaatgata 


ttcaatctta 


acaaaagtga 


acattattaa 


2466 


atcagaatct 


ttaaagagga 


gcctttccag 


aactaccaaa 


atgaagacac 


gcccgactct 


2526 


ctccatcaga 


agggtttata 


cccctttggc 


acaccctctc 


tgtccaatct 


gcaagtccca 


2586 


gggagctctg 


cataccaggg 


gttccccagg 


agagaccttc 


tcttaggaca 


gtaaactcac 


2646 


tagaatattc 


cttatgttga 


catggattgg 


atttcagttc 


aatcaaactt 


tcagcttttt 


2706 


tttcagccat 


tcacaacaca 


atcaaaagat 


taacaacact 


gcatgcggca 


aaccgcatgc 


2766 


tcttacccac 


actacgcaga 


agagaaagta 


caaccactat 


cttttgttct 


acctgtattg 


2826 


tctgacttct 


caggaagatc 


gtgaacataa 


ctgagggcat 


gagtctcact 


agcacatgga 


2886 


ggcccttttg 


gatttagaga 


ctgtaaatta 


ttaaatcggc 


aacagggctt 


ctctttttag 


2946 


atgtagcact 


gaaa 










2960 



<210> 2 

<211> 465 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met lie Val Phe Val Arg Phe Asn Ser Ser His Gly Phe Pro Val Glu 
15 10 15 



Val Asp Ser Asp Thr Ser lie Phe Gin Leu Lys Glu Val Val Ala Lys 
20 25 30 



Arg Gin Gly Val Pro Ala Asp Gin Leu Arg Val lie Phe Ala Gly Lys 
35 40 45 



Glu Leu Arg Asn Asp Trp Thr Val Gin Asn Cys Asp Leu Asp Gin Gin 
50 55 60 



Ser lie Val His lie Val Gin Arg Pro Trp Arg Lys Gly Gin Glu Met 
65 70 75 80 



Asn Ala Thr Gly Gly Asp Asp Pro Arg Asn Ala Ala Gly Gly Cys Glu 
85 90 95 



Arg Glu Pro Gin Ser Leu Thr Arg Val Asp Leu Ser Ser Ser Val Leu 
100 105 110 



Pro Gly Asp Ser Val Gly Leu Ala Val lie Leu His Thr Asp Ser Arg 
115 120 125 



Lys Asp Ser Pro Pro Ala Gly Ser Pro Ala Gly Arg Ser lie Tyr Asn 
130 135 140 



Ser Phe Tyr Val Tyr Cys Lys Gly Pro Cys Gin Arg Val Gin Pro Gly 
145 150 155 160 



Lys Leu Arg Val Gin Cys Ser Thr Cys Arg Gin Ala Thr Leu Thr Leu 
165 170 175 



Thr Gin Gly Pro Ser Cys Trp Asp Asp Val Leu lie Pro Asn Arg Met 
180 185 190 



Ser Gly Glu Cys Gin Ser Pro His Cys Pro Gly Thr Ser Ala Glu Phe 
195 200 205 



Phe Phe Lys Cys Gly Ala His Pro Thr Ser Asp Lys Glu Thr Pro Val 
210 215 220 



Ala Leu His Leu lie Ala Thr Asn Ser Arg Asn lie Thr Cys He Thr 
225 230 235 240 



Cys Thr Asp Val Arg Ser Pro Val Leu Val Phe Gin Cys Asn Ser Arg 
245 250 255 



His Val He Cys Leu Asp Cys Phe His Leu Tyr Cys Val Thr Arg Leu 
260 265 270 



Asn Asp Arg Gin Phe Val His Asp Pro Gin Leu Gly Tyr Ser Leu Pro 
275 280 285 



Cys Val Ala Gly Cys Pro Asn Ser Leu lie Lys Glu Leu His His Phe 
290 295 300 



Arg lie Leu Gly Glu Glu Gin Tyr Asn Arg Tyr Gin Gin Tyr Gly Ala 
305 310 315 320 



Glu Glu Cys Val Leu Gin Met Gly Gly Val Leu Cys Pro Arg Pro Gly 
325 330 335 



Cys Gly Ala Gly Leu Leu Pro Glu Pro Asp Gin Arg Lys Val Thr Cys 
340 345 350 



Glu Gly Gly Asn Gly Leu Gly Cys Gly Phe Ala Phe Cys Arg Glu Cys 
355 360 365 



Lys Glu Ala Tyr His Glu Gly Glu Cys Ser Ala Val Phe Glu Ala Ser 
370 375 380 



Gly Thr Thr Thr Gin Ala Tyr Arg Val Asp Glu Arg Ala Ala Glu Gin 
385 390 395 400 



Ala Arg Trp Glu Ala Ala Ser Lys Glu Thr lie Lys Lys Thr Thr Lys 
405 410 415 



Pro Cys Pro Arg Cys His Val Pro Val Glu Lys Asn Gly Gly Cys Met 
420 425 430 



His Met Lys Cys Pro Gin Pro Gin Cys Arg Leu Glu Trp Cys Trp Asn 
435 440 445 



Cys Gly Cys Glu Trp Asn Arg Val Cys Met Gly Asp His Trp Phe Asp 
450 455 460 



Val 
465 



<210> 3 
<211> 2876 
<212> DNA 



<213 > Homo sapiens 



<220> 

<221> CDS 

<222> (102) . . (1412) 

<223> 

<220> 

<2 21> mis cofeature 

<222> (102) . . (108) 

<223> Exon 1 

<220> 

< 2 2 1 > mis cofeature 

<222> (109) . . (272) 

<223> Exon 2 

<220> 

<221> misc_feature 

<222> (273) . . (513) 

<223> Exon 3 

<220> 

<221> misc^feature 

<222> (514) . . (635) 

<22 3> Exon 4 

<220> 

<221> misc_feature 

<222> (636) . . (751) 

<22 3> Exon 6 



<220> 

<221> misc__feature 

<222> (752) . . (888) 

<223> Exon 7 

<220> 

<221> misc_feature 

<222> (889) . . (950) 

<223> Exon 8 

<220> 

<221> mis cofeature 

<222> (951) . . (1100) 

< 2 2 3 > Exon 9 

<220> 

<221> misc_f eature 

<222> (1101) . . (1184) 

<22 3> Exon 10 

<220> 

<221> misc_feature 

<222> (1185) . . (1302) 

<22 3> Exon 11 

<220> 

<221> misc_feature 

<222> (1303) . . (2876) 

<223> Exon 12 



- 11 - 



<400> 3 

tccgggagga ttacccagga gaccgctggt gggaggcgcg gctggcgccg ctgcgcgcat 60 

gggcctgttc ctggcccgca gccgccacct acccagtgac c atg ata gtg ttt gtc 116 

Met He Val Phe Val 
1 5 

agg ttc aac tec age cat ggt ttc cca gtg gag gtc gat tct gac acc 164 
Arg Phe Asn Ser Ser His Gly Phe Pro Val Glu Val Asp Ser Asp Thr 
10 15 20 

age ate ttc cag etc aag gag gtg gtt get aag cga cag ggg gtt ccg 212 
Ser He Phe Gin Leu Lys Glu Val Val Ala Lys Arg Gin Gly Val Pro 
25 30 35 

get gac cag ttg cgt gtg att ttc gca ggg aag gag ctg agg aat gac 260 
Ala Asp Gin Leu Arg Val He Phe Ala Gly Lys Glu Leu Arg Asn Asp 
40 45 50 

tgg act gtg cag aat tgt gac ctg gat cag cag age att gtt cac att 3 08 

Trp Thr Val Gin Asn Cys Asp Leu Asp Gin Gin Ser He Val His He 
55 60 65 

gtg cag aga ccg tgg aga aaa ggt caa gaa atg aat gca act gga ggc 3 56 

Val Gin Arg Pro Trp Arg Lys Gly Gin Glu Met Asn Ala Thr Gly Gly 
70 75 80 85 

gac gac ccc aga aac gcg gcg gga ggc tgt gag egg gag ccc cag age 4 04 

Asp Asp Pro Arg Asn Ala Ala Gly Gly Cys Glu Arg Glu Pro Gin Ser 
90 95 100 

ttg act egg gtg gac etc age age tea gtc etc cca gga gac tct gtg 452 
Leu Thr Arg Val Asp Leu Ser Ser Ser Val Leu Pro Gly Asp Ser Val 
105 110 115 

ggg ctg get gtc att ctg cac act gac age agg aag gac tea cca cca 500 
Gly Leu Ala Val He Leu His Thr Asp Ser Arg Lys Asp Ser Pro Pro 
120 125 130 

get gga agt cca gca ggt aga tea ate tac aac age ttt tat gtg tat 548 
Ala Gly Ser Pro Ala Gly Arg Ser He Tyr Asn Ser Phe Tyr Val Tyr 
135 140 145 

tgc aaa ggc ccc tgt caa aga gtg cag ccg gga aaa etc agg gta cag 596 
Cys Lys Gly Pro Cys Gin Arg Val Gin Pro Gly Lys Leu Arg Val Gin 
150 155 160 165 

tgc age acc tgc agg cag gca acg etc acc ttg acc cag gaa ttt ttc 644 
Cys Ser Thr Cys Arg Gin Ala Thr Leu Thr Leu Thr Gin Glu Phe Phe 
170 175 180 

ttt aaa tgt gga gca cac ccc acc tct gac aag gaa aca cca gta get 692 
Phe Lys Cys Gly Ala His Pro Thr Ser Asp Lys Glu Thr Pro Val Ala 
185 190 195 

ttg cac ctg ate gca aca aat agt egg aac ate act tgc att acg tgc 74 0 

Leu His Leu He Ala Thr Asn Ser Arg Asn He Thr Cys He Thr Cys 
200 205 210 



aca gac gtc agg age ccc gtc ctg gtt ttc cag tgc aac tec cgc cac 
Thr Asp Val Arg Ser Pro Val Leu Val Phe Gin Cys Asn Ser Arg His 



788 
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215 220 225 

gtg att tgc tta gac tgt ttc cac tta tac tgt gtg aca aga etc aat 836 
Val lie Cys Leu Asp Cys Phe His Leu Tyr Cys Val Thr Arg Leu Asn 
230 235 240 245 

gat egg cag ttt gtt cac gac cct caa ctt ggc tac tec ctg cct tgt 884 
Asp Arg Gin Phe Val His Asp Pro Gin Leu Gly Tyr Ser Leu Pro Cys 
250 255 260 

gtg get ggc tgt ccc aac tec ttg att aaa gag etc cat cac ttc agg 932 
Val Ala Gly Cys Pro Asn Ser Leu lie Lys Glu Leu His His Phe Arg 
265 270 275 

att ctg gga gaa gag cag tac aac egg tac cag cag tat ggt gca gag 980 
lie Leu Gly Glu Glu Gin Tyr Asn Arg Tyr Gin Gin Tyr Gly Ala Glu 
280 285 290 

gag tgt gtc ctg cag atg ggg ggc gtg tta tgc ccc cgc cct ggc tgt 1028 
Glu Cys Val Leu Gin Met Gly Gly Val Leu Cys Pro Arg Pro Gly Cys 
295 300 305 

gga gcg ggg ctg ctg ccg gag cct gac cag agg aaa gtc ace tgc gaa 1076 
Gly Ala Gly Leu Leu Pro Glu Pro Asp Gin Arg Lys Val Thr Cys Glu 
310 315 320 325 

999 99 c aat 99 c ct 9 99 c 999 ttt gee ttc tgc egg gaa tgt aaa 1124 

Gly Gly Asn Gly Leu Gly Cys Gly Phe Ala Phe Cys Arg Glu Cys Lys 
330 335 340 

gaa gcg tac cat gaa ggg gag tgc agt gee gta ttt gaa gee tea gga 1172 
Glu Ala Tyr His Glu Gly Glu Cys Ser Ala Val Phe Glu Ala Ser Gly 
345 350 355 

aca act act cag gee tac aga gtc gat gaa aga gee gee gag cag get 1220 
Thr Thr Thr Gin Ala Tyr Arg Val Asp Glu Arg Ala Ala Glu Gin Ala 
360 365 370 

cgt tgg gaa gca gee tec aaa gaa ace ate aag aaa acc acc aag ccc 1268 
Arg Trp Glu Ala Ala Ser Lys Glu Thr lie Lys Lys Thr Thr Lys Pro 
375 380 385 

tgt ccc cgc tgc cat gta cca gtg gaa aaa aat gga ggc tgc atg cac 1316 
Cys Pro Arg Cys His Val Pro Val Glu Lys Asn Gly Gly Cys Met His 
390 395 400 405 

atg aag tgt ccg cag ccc cag tgc agg etc gag tgg tgc tgg aac tgt 13 64 

Met Lys Cys Pro Gin Pro Gin Cys Arg Leu Glu Trp Cys Trp Asn Cys 
410 415 420 

99C tgc gag tgg aac cgc gtc tgc atg ggg gac cac tgg ttc gac gtg 1412 
Gly Cys Glu Trp Asn Arg Val Cys Met Gly Asp His Trp Phe Asp Val 
425 430 435 

tagecaggge ggccgggcgc cccatcgcca catcctgggg gagcataccc agtgtctacc 1472 

ttcattttct aattctcttt tcaaacacac acacacacgc gcgcgcgcgc acacacactc 1532 

ttcaagtttt tttcaaagtc caactacagc caaattgeag aagaaactcc tggatccctt 1592 

tcactatgtc catgaaaaac agcagagtaa aattacagaa gaagctcctg aatccctttc 1652 
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agtttgtcca 


cacaagacag 


cagagccatc 


tgcgacacca 


ccaacaggcg 


ttctcagcct 


1712 


ccggatgaca 


caaataccag 


agcacagatt 


caagtgcaat 


ccatgtatct 


gtatgggtca 


1772 


ttctcacctg 


aattcgagac 


aggcagaatc 


agtagctgga 


gagagagttc 


tcacatttaa 


1832 


tatcctgcct 


tttaccttca 


gtaaacacca 


tgaagatgcc 


attgacaagg 


tgtttctctg 


1892 


taaaatgaac 


tgcagtgggt 


tctccaaact 


agattcatgg 


ctttaacagt 


aatgttctta 


1952 


tttaaatttt 


cagaaagcat 


ctattcccaa 


agaaccccag 


gcaatagtca 


aaaacatttg 


2 012 


tttatcctta 


agaattccat 


ctatataaat 


cgcattaatc 


gaaataccaa 


ctatgtgtaa 


2072 


atcaacttgt 


cacaaagtga 


gaaattatga 


aagttaattt 


gaatgttgaa 


tgtttgaatt 


2132 


acagggaaga 


aatcaagtta 


atgtactttc 


attccctttc 


atgatttgca 


actttagaaa 


2192 


gaaattgttt 


ttctgaaagt 


atcaccaaaa 


aatctatagt 


ttgattctga 


gtattcattt 


2252 


tgcaacttgg 


agattttgct 


aatacatttg 


gctccactgt 


aaatttaata 


gataaagtgc 


2312 


ctataaagga 


aacacgttta 


gaaatgattt 


caaaatgata 


ttcaatctta 


acaaaagtga 


2372 


acattattaa 


atcagaatct 


ttaaagagga 


gcctttccag 


aactaccaaa 


atgaagacac 


2432 


gcccgactct 


ctccatcaga 


agggtttata 


cccctttggc 


acaccctctc 


tgtccaatct 


2492 


gcaagtccca 


gggagctctg 


cataccaggg 


gttccccagg 


agagaccttc 


tcttaggaca 


2552 


gtaaactcac 


tagaatattc 


cttatgttga 


catggattgg 


atttcagttc 


aatcaaactt 


2612 


tcagcttttt 


tttcagccat 


tcacaacaca 


atcaaaagat 


taacaacact 


gcatgcggca 


2672 


aaccgcatgc 


tcttacccac 


actacgcaga 


agagaaagta 


caaccactat 


cttttgttct 


2732 


acctgtattg 


tctgacttct 


caggaagatc 


gtgaacataa 


ctgagggcat 


gagtctcact 


2792 


agcacatgga 


ggcccttttg 


gatttagaga 


ctgtaaatta 


ttaaatcggc 


aacagggctt 


2852 


ctctttttag 


atgtagcact 


gaaa 








2876 



<210> 4 

<211> 437 

<212> PRT 

<213 > Homo sapiens 

<400> 4 



Met lie Val Phe Val Arg Phe Asn Ser Ser His Gly Phe Pro Val Glu 
15 10 15 
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Val Asp Ser Asp Thr Ser lie Phe Gin Leu Lys Glu Val Val Ala Lys 
20 25 30 



Arg Gin Gly Val Pro Ala Asp Gin Leu Arg Val lie Phe Ala Gly Lys 
35 40 45 



Glu Leu Arg Asn Asp Trp Thr Val Gin Asn Cys Asp Leu Asp Gin Gin 
50 55 60 



Ser lie Val His lie Val Gin Arg Pro Trp Arg Lys Gly Gin Glu Met 
65 70 75 80 



Asn Ala Thr Gly Gly Asp Asp Pro Arg Asn Ala Ala Gly Gly Cys Glu 
85 90 95 



Arg Glu Pro Gin Ser Leu Thr Arg Val Asp Leu Ser Ser Ser Val Leu 
100 105 110 



Pro Gly Asp Ser Val Gly Leu Ala Val lie Leu His Thr Asp Ser Arg 
115 120 125 



Lys Asp Ser Pro Pro Ala Gly Ser Pro Ala Gly Arg Ser lie Tyr Asn 
130 135 140 



Ser Phe Tyr Val Tyr Cys Lys Gly Pro Cys Gin Arg Val Gin Pro Gly 
145 150 155 160 



Lys Leu Arg Val Gin Cys Ser Thr Cys Arg Gin Ala Thr Leu Thr Leu 
165 170 175 



Thr Gin Glu Phe Phe Phe Lys Cys Gly Ala His Pro Thr Ser Asp Lys 
180 185 190 



Glu Thr Pro Val Ala Leu His Leu lie Ala Thr Asn Ser Arg Asn lie 
195 200 205 



Thr Cys lie Thr Cys Thr Asp Val Arg Ser Pro Val Leu Val Phe Gin 
210 215 220 



Cys Asn Ser Arg His Val lie Cys Leu Asp Cys Phe His Leu Tyr Cys 
225 230 235 240 



Val Thr Arg Leu Asn Asp Arg Gin Phe Val His Asp Pro Gin Leu Gly 
245 250 255 



Tyr Ser Leu Pro Cys Val Ala Gly Cys Pro Asn Ser Leu lie Lys Glu 



- 15- 



260 265 270 



Leu His His Phe Arg lie Leu Gly Glu Glu Gin Tyr Asn Arg Tyr Gin 
275 280 285 



Gin Tyr Gly Ala Glu Glu Cys Val Leu Gin Met Gly Gly Val Leu Cys 
290 295 300 



Pro Arg Pro Gly Cys Gly Ala Gly Leu Leu Pro Glu Pro Asp Gin Arg 
305 310 315 320 



Lys Val Thr Cys Glu Gly Gly Asn Gly Leu Gly Cys Gly Phe Ala Phe 
325 330 335 



Cys Arg Glu Cys Lys Glu Ala Tyr His Glu Gly Glu Cys Ser Ala Val 
340 345 350 



Phe Glu Ala Ser Gly Thr Thr Thr Gin Ala Tyr Arg Val Asp Glu Arg 
355 360 365 



Ala Ala Glu Gin Ala Arg Trp Glu Ala Ala Ser Lys Glu Thr lie Lys 
370 375 380 



Lys Thr Thr Lys Pro Cys Pro Arg Cys His Val Pro Val Glu Lys Asn 
385 390 395 400 



Gly Gly Cys Met His Met Lys Cys Pro Gin Pro Gin Cys Arg Leu Glu 
405 410 415 



Trp Cys Trp Asn Cys Gly Cys Glu Trp Asn Arg Val Cys Met Gly Asp 
420 425 430 



His Trp Phe Asp Val 
435 



<210> 5 

<211> 21 

<212> DNA 

<213> Artificial sequence 



<220> 
<223> 



oligonucleotide primer 



- 16- 



<400> 5 

agcctggtta agtccaagct g 

<210> 6 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 6 

gaaggtccca tttttcgttt tc 

<210> 7 

<211> 15 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> amino acid residue 
<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (2) 

<22 3> Xaa may be a combination of any 2 amino acids 
<220> 

<221> MISC_FEATURE 

<222> (4) . . (4) 

<22 3> Xaa may be a combination of any 9 amino acids 
<220> 

<221> MIS C_FE ATURE 

<222> (6) . . (6) 
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<223> Xaa may be any amino acid 
<220> 

<221> MIS COFEATURE 

<222> (8) . . (8) 

<223> Xaa may be any combination of 2 amino acids 
<220> 

<221> MIS C_FEATURE 

<222> (10) . . (10) 

<22 3> Xaa may be any combination of 4 amino acids 
<220> 

<221> MIS C_FEATURE 

<222> (12) . . (12) 

<22 3> Xaa may be any combination of 4 amino acids 
<220> 

<221> MISC_FEATURE 

<222> (14) . . (14) 

<22 3> Xaa may be any combination of 2 amino acids 

<400> 7 

Cys Xaa Cys Xaa Cys Xaa His Xaa Cys Xaa Cys Xaa Cys Xaa Cys 
1 5 10 15 

<210> 8 

<211> 15 

<212> PRT 

<213> Artificial sequence 



- 18- 



<220> 

<223> amino acid residue 
<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (2) 

<22 3> Xaa may be any combination of 2 amino acids 
<220> 

<221> MIS COFEATURE 

<222> (4) . . (4) 

<223> Xaa may be any amino acid 
<220> 

<221> REPEAT 

<222> (4) . . (4) 

<223> Xaa may be repeated 9 to 399 times 
<220> 

< 2 2 1 > MIS C_FE ATURE 

<222> (6) . . (6) 

<22 3> Xaa may be any amino acid 
<220> 

<221> REPEAT 

<222> (6) . . (6) 

<223> Xaa may be repeated from 1 to 3 times 
<220> 

<221> MI SC_FE ATURE 

<222> (8) . . (8) 

<22 3> Xaa may be any amino acid 



- 19- 



<220> 

<221> REPEAT 

<222> (8) . . (8) 

<22 3> Xaa may be repeated from 2 to 3 times 
<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa may be any combination of 2 amino acids 
<220> 

<221> MISC_FEATURE 

<222> (12) . . (12) 

<2 23> Xaa may be any amino acid 
<220> 

<221> REPEAT 

<222> (12) . . (12) 

<223> Xaa may be repeated from 4 to 48 times 
<220> 

<221> MIS COFEATURE 

<222> (14) . . (14) 

<223> Xaa may be any combination of 2 amino acids 

<400> 8 

Cys Xaa Cys Xaa Cys Xaa His Xaa Cys Xaa Cys Xaa Cys Xaa Cys 
15 10 15 



<210> 9 



<211> 
<212> 
<213> 



20 



DNA 



Homo sapiens 



<220> 

<221> misc_feature 

<222> (1) . . (10) 

<223> Exon 1 

<220> 

<221> Intron 

<222> (11) . . (20) 

<223> Intron 

<400> 9 

accatgatag gtacgtgggt 

<210> 10 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> Intron 

<222> (1) . . (10) 

<223> Intron 

<220> 

<221> misc^feature 

<222> (11) . . (20) 

<22 3> Exon 2 



<400> 10 

ccttggtcag tgtttgtcag 

<210> 11 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1) . . (10) 

<223> Exon 2 

<220> 

<221> Intron 

<222> (11) . . (20) 

<223> Intron 

<400> 11 

gactgtgcag gtgagtctcc 

<210> 12 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> Intron 

<222> (1) . . (10) 

<223> Intron 



21 - 



20 



20 



<220> 



<221> misc_feature 

<222> (11) . . (20) 

<22 3> Exon 3 

<400> 12 

tcccaaacag aattgtgacc 

<210> 13 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1) . . (10) 

<223> Exon 3 

<220> 

<221> Intron 

<222> (11) . . (20) 

<2 23> Intron 

<400> 13 

ggaagtccag gtaattggaa 

<210> 14 

<211> 20 

<212> DNA 

<213> Homo sapiens 



22- 



20 



20 



<220> 
. <221> 
<222> 



Intron 
(1) . . (10) 



<223> Intron 



<220> 

<221> misc_f eature 

<222> (11) . . (20) 

<223> Exon 4 

<400> 14 

tcttctccag caggtagatc 

<210> 15 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1) . . (10) 

<223> Exon 4 

<220> 

<221> Intron 

<222> (11) . . (20) 

<223> Intron 

<400> 15 

cttgacccag gtaaggaaat 

<210> 16 

<211> 20 

<212> DNA 

<213> Homo sapiens 



-24- 



<220> 

<221> Intron 

<222> (1) . . (10) 

<223> Intron 

<220> 

<221> misc__f eature 

<222> (11) . . (20) 

<223> Exon 5 



<400> 16 

tttcccaaag ggtccatctt 20 



<210> 17 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<2 21> mi sc_f eature 

<222> (1) . . (10) 

<223> Exon 5 

<220> 

<221> Intron 

<222> (11) . . (20) 

<223> Intron 



<400> 17 

gactagtgca gtaagtacct 20 
<210> 18 



-25- 



<211> 20 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> Intron 

<222> (1) . . (10) 

<223> Intron 



<220> 

<221> misc_f eature 

<222> (11) . . (20) 

< 2 2 3 > Exon 6 



<400> 18 

tttctttcag gaatttttct 20 

<210> 19 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<222> (1) . . (10) 

<2 23> Exon 6 



<220> 

<221> Intron 

<222> (11) . . (20) 

<223> Intron 



<400> 19 

cagacgtcag gtaaggatct 

<210> 20 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> Intron 

<222> (1) . . (10) 

<223> Intron 

<220> 

<221> misc_f eature 

<222> (11) . . (20) 

<22 3> Exon 7 

<400> 20 

ctctctgcag gagccccgtc 

<210> 21 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (1) . . (10) 

<223> Exon 7 



<221> 
<222> 
<223> 



Intron 
(11) . . (20) 
Intron 



<400> 21 

ccttgtgtgg gtaagtctag 

<210> 22 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> Intron 

<222> (1) . . (10) 

<223> Intron 

<220> 

<221> misc_f eature 

<222> (11) . . (20) 

<2 23> Exon 8 

<400> 22 

tttccaacag ctggctgtcc 

<210> 23 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc feature 



-28- 



<222> (1) . . (10) 

<22 3> Exon 8 

<220> 

<221> Intron 

<222> (11) . . (20) 

<223> Intron 

<400> 23 

agaagagcag gtgagtgagc 

<210> 24 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> Intron 

<222> (1) . . (10) 

<223> Intron 

<220> 

<221> misc_f eature 

<222> (11) . . (20) 

<223> Exon 9 

<400> 24 

ggttttgcag tacaaccggt 

<210> 25 

<211> 20 

<212> DNA 

<213> Homo sapiens 



20 



20 



-29- 



<220> 

<221> misc_feature 

<222> (1) . . (10) 

<223> Exon 9 



<220> 

<221> Intron 

<222> (11) . . (20) 

<223> Intron 



<400> 25 

gggctgtggg gtgagtactg 2 0 

<210> 26 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> Intron 

<222> (1) . . (10) 

<223> Intron 



<220> 

<221> misc_f eature 

<222> (11) . . (20) 

<223> Exon 10 



<400> 26 

tcttttgcag tttgccttct 



20 



<210> 27 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (1) . . (10) 

<22 3> Exon 10 

<220> 

<221> Intron 

<222> (11) . . (20) 

<223> Intron 

<400> 27 

aactactcag gtacagaatg 

<210> 28 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> Intron 

<222> (1) . . (10) 

<223> Intron 

<220> 

<221> misc__f eature 

<222> (11) . . (20) 

<22 3> Exon 11 



-31 - 



<400> 28 

gtttccccag gcctacagag 20 



<210> 29 
<211> 20 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (1) . . (10) 

<223> Exon 11 



<220> 

<221> Intron 

<222> (11) . . (20) 

<223> Intron 



<400> 29 

gaaaaaaatg gtgagtctgt 2 0 

<210> 30 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<220> 

<22 1> Intron 

<222> (1) . . (10) 

<223> Intron 



32 



<220> 

<221> misc_feature 

<222> (11) . . (20) 

<22 3> Exon 12 



<400> 30 

cccccaacag gaggctgcat 20 



<210> 31 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 31 

tgatagtcat aactgtgtgt aag 23 

<210> 32 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 32 

acagggaaca taaactctga tec 23 

<210> 33 

<211> 22 

<212> DNA 

<213> Artificial sequence 



<220> 



-33 - 



<223> oligonucleotide primer 

<400> 33 

caacacacca ggcaccttca ga 22 

<210> 34 

<211> 19 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> oligonucleotide primer 

<400> 34 

gtttgggaat gcgtgtttt 19 

<210> 35 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 35 

agaattagaa aatgaaggta gaca 24 

<210> 36 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 36 

gcgcggctgg cgccgctgcg cgca 24 



-34- 



<210> 37 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 37 

gcggcgcaga gaggctgtac 2 0 

<210> 38 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 38 

atgttgctat caccatttaa ggg 23 

<210> 39 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 39 

agattggcag cgcaggcggc atg 2 3 

<210> 40 

<211> 21 

<212> DNA 

<213> Artificial sequence 



<223> oligonucleotide primer 

<400> 40 

acatgtcact tttgcttccc t 

<210> 41 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 41 

aggccatgct ccatgcagac tgc 

<210> 42 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 42 

acaagctttt aaagagtttc ttgt 

<210> 43 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 



<400> 43 

aggcaatgtg ttagtacaca 

<210> 44 

<211> 22 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> oligonucleotide primer 

<400> 44 

acatgtctta aggagtacat tt 

<210> 45 

<211> 24 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> oligonucleotide primer 

<400> 45 

tctctaattt cctggcaaac agtg 

<210> 46 

<211> 23 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> oligonucleotide primer 
<400> 46 

agagattgtt tactgtggaa aca 

<210> 47 
<211> 23 



<212> DNA 

<213> Artificial sequence 



<220> 

<223> oligonucleotide primer 

<400> 47 

gagtgatgct atttttagat cct 

<210> 48 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 48 

tgcctttcca cactgacagg tact 

<210> 49 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 49 

tctgttcttc attagcatta gaga 

<210> 50 

<211> 23 

<212> DNA 

<213> Artificial sequence 



-38- 



<220> 

<223> oligonucleotide primer 

<400> 50 

tgatagtcat aactgtgtgt aag 23 

<210> 51 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 51 

actgtctcat tagcgtctat ctt 23 

<210> 52 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 52 

gggtgaaatt tgcagtcagt 2 0 

<210> 53 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 53 

aatataatcc cagcccatgt gca 23 



-39- 



<210> 54 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 54 

attgccaaat gcaacctmtg tc 22 

<210> 55 

<211> 22 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> oligonucleotide primer 

<400> 55 

ttggaggaat gagtagggca tt 2 2 

<210> 56 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 56 

acagggaaca taaactctga tec 23 

<210> 57 

<211> 22 

<212> DNA 



-40 



<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 57 

caacacacca ggcaccttca ga 22 

<210> 58 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 58 

gtttgggaat gcgtgtttt 19 

<210> 59 

<211> 24 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> oligonucleotide primer 

<400> 59 

agaattagaa aatgaaggta gaca 24 

<210> 60 

<211> 76 

<212> PRT 

<213> Homo sapiens 



<400> 60 

Met Gin He Phe Val Lys Thr Leu Thr Gly Lys Thr He Thr Leu Glu 



-41 - 



10 15 



Val Glu Pro Ser Asp Thr lie Glu Asn Val Lys Ala Lys lie Gin Asp 
20 25 30 



Lys Glu Gly lie Pro Pro Asp Gin Gin Arg Leu lie Phe Ala Gly Lys 
35 40 45 



Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn lie Gin Lys Glu 
50 55 60 



Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly 
65 70 75 



<210> 61 
<211> 76 
<212> PRT 

<213> Saccharomyces sp . 
<400> 61 

Met Gin lie Phe Val Lys Thr Leu Thr Gly Lys Thr lie Thr Leu Glu 
15 10 15 



Val Glu Ser Ser Asp Thr lie Asp Asn Val Lys Ser Lys He Gin Asp 
20 25 30 



Lys Glu Gly He Pro Pro Asp Gin Gin Arg Leu He Phe Ala Gly Lys 
35 40 45 



Gin Leu Glu Asp Gly Arg Thr Leu Ser Asp Tyr Asn He Gin Lys Glu 
50 55 60 



Ser Thr Leu His Leu Val Leu Arg Leu Arg Gly Gly 
65 70 75 



<210> 62 

<211> 76 

<212> PRT 

<213> Glycine sp . 



-42- 



<400> 



62 



Met Gin lie Phe Val Lys Thr Leu Thr Gly Lys Thr lie 
15 10 



Thr Leu Glu 
15 



Val Glu Ser Ser Asp Thr lie Asp Asn Val Lys Ala Lys 
20 25 



lie Gin Asp 
30 



Lys Glu Gly lie Pro Pro Asp Gin Gin Arg Leu lie Phe 
35 40 45 



Ala Gly Lys 



Gin Leu Glu Asp Gly Arg Thr Leu Ala Asp Tyr Asn lie 
50 55 60 



Gin Lys Glu 



Ser Thr Leu His Leu Val Leu Airg Leu Arg Gly Gly 
65 70 75 



<210> 63 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 63 

caccagctgg aagtccaggg tccatcttgc tgg 33 

<210> 64 

<211> 40 

<212> DNA 

<213> Homo sapiens 



<400> 64 

tcccaaaggg tccatcttgc tgggatgatg ttttaattcc 



40 



<210> 



65 



<211> 



40 



<212> 



DNA 



<213> Homo sapiens 



<400> 65 



-43- 



tcccaaaggt ccatcttgct gggatgatgt tttaattcca 

<210> 66 

<211> 38 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> Intron 

<222> (1) . . (8) 

<223> Intron 

<220> 

<2 21> exon 

<222> (9) . . (38) 

< 2 2 3 > Exon 5 



<400> 66 

tcccaaag ggt cca tct tgc tgg gat gat gtt tta att 38 

Gly Pro Ser Cys Trp Asp Asp Val Leu lie 

1 5 10 



<210> 67 

<211> 10 

<212> PRT 

<213> Homo sapiens 



<400> 67 

Gly Pro Ser Cys Trp Asp Asp Val Leu lie 
15 10 



<210> 68 
<211> 37 
<212> DNA 



1 



-44 

<213> Homo sapiens 
<220> 

<221> Intron 

<222> (1) . . (8) 

<223> Intron 

<220> 

<221> exon 

<222> (9) . . (24) 

<22 3> Exon 5 



<400> 68 

tcccaaag gtc cat ctt get ggg atg atg ttt taatt 37 

Val His Leu Ala Gly Met Met Phe 
1 5 



<210> 69 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 69 

Val His Leu Ala Gly Met Met Phe 
1 5 

<210> 70 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 70 

gggacageca gccacacaag g 



21 



